. The identified BLM-induced 14-3-3ε interactors and their associations with different biological processes or pathways Table S3 . Categorization of the identified BLM-induced 14-3-3ε interactors and their associations with different biological processes or pathways. All of MS-indentified BLM-induced HCC-specific 14-3-3ε interactors were grouped into the specific biological processes (BPs) or pathways by using online database-Gene Ontology (http://geneontology.org/) and DAVID (http://david.abcc.ncifcrf.gov).
a: Pep. ID refers to peptide number matched to a specific protein, Pep* refers to peptide number used to quantify the protein. Protein ratio (L/H) was calculated by averaging the ratios of all leucine-containing peptides sequenced for each protein (b), and standard deviation (SD) was given to evaluate the accuracy of protein ratio(c).
